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<130> 0575/24577-CY-B 

<140> 08/328,500 
<141> 1994-10-25 



22 

Patentln version 3-1, 
1 

1273 

DNA 

Human 



CDS 

(76).. (1257) 



<220> 

<221> CDS 

<222> (1261). .(1269) 
<223> 



<400> 1 

caagcccaga gccctgccat ttctgtgggc tcaggtccct actgctcagc cccttectcc 

ctcggcaagg ccaca atg aac egg gga gtc cct ttt agg cac ttg ctt ctg 
Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu 
1 5 10 

gtg ctg caa ctg gcg etc etc cca gca gcc act cag gga aag aaa gtg 
val Leu Gin Leu Ala Leu Leu Pro Ala Ala Thr Gin Gly Lvs Lvs Val 



15 20 25 

gtg ctg ggc aaa aaa ggg gat aca gtg gaa ctg acc tgt aca get tec 

val Leu Gly Lys. Lys Gly Asp Thr val Glu Leu Thr cys Thr Ala Ser 

30 35 40 



cag aag aag age ata caa ttc cac tgg aaa aac tec aac cag ata aag 
Gin Lys Lys Ser lie Gin Phe His Trp Lys Asn Ser Asn Gin lie Lys 
45 50 55 60 



tec aag ctg 
" Ly< 
75 



att ctg gga aat cag ggc tec tec tta act aaa ggt cca 

lie Leu Gly Asn Gin Gly ser Ser Leu Thr Lys Gly Pro 
65 70 

aat gat cgc get gac tea aga aga age ctt tgg gac caa gga aac ttc 

Asn Asp Arg Ala Asp ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe 
80 85 90 

ccc ctg ate ate agg aat ctt aag ata gaa gac tea gat act tac ate 

Pro Leu He lie Arg Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr He 
95 100 105 



60 
111 

159 

207 

255 

303 

351 

399 
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tgt gaa gtq gag gac cag aag gag gag gtq caa ttg eta gtg ttc gqa 447 
cys Glu vaT Glu Asp Gin Lys Glu Glu VaT Gin Leu Leu vaT Phe Glv 
HO 115 120 

ttg act gee aac tct gac acc cac ctg ctt cag gqg cag age ctg acc 495 
Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gin Gly Gin Ser Leu xhr 
125 130 135 140 

ctg acc ttg gag age ccc cct ggt agt age ccc tea gtg caa tgt agg 543 
Leu Thr Leu Glu ser Pro Pro Gly Ser Ser Pro Ser val Gin Cys Arq 
145 150 155 

agt cca agg gqt aaa aac ata cag gqg gqg aag acc etc tec gtg tct 591 
Ser Pro Arg Gly Lys Asn lie Gin Gly Gly Lys Thr Leu Ser val ser 
160 165 170 

cag ctg gag etc cag gat agt ggc acc tgg aca tgc act gtc ttg cag 639 
Gin Leu Glu Leu Gin Asp ser Gly Thr Trp Thr Cys Thr val Leu Gin 
175 180 185 

aac cag aag aag gtq gag ttc aaa ata gac ate gtq gtg eta get ttc 687 
Asn Gin Lys Lys val Glu Phe Lys lie Asp lie val val Leu Ala Phe 
190 195 200 

cag aag gee tec age ata gtc tat aag aaa gag gqg gaa cag gtg gac 735 
Gin Lys Ala Ser Ser He Val Tyr Lys Lys Glu Gly Glu Gin VaT Asp 
205 210 215 220 

ttc tec ttc cca etc gee ttt aca gtt gaa aag ctg acg ggc agt ggc 783 
Phe ser Phe Pro Leu Ala Phe Thr val Glu Lys Leu Thr Gly ser Glv 
225 230 235 

gag ctg tgg tgg cag gcg gag agg get tec tec tee aag tct tgg ate 831 
Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser Ser ser Lys Ser Trp lie 
240 245 250 

acc ttt gac ctg aag aac aag gaa gtq tct gta aaa egg gtt acc cag 879 
Thr Phe Asp Leu Lys Asn Lys Glu val Ser val Lys Arg val Thr Gin 
255 260 265 

gac cct aag etc cag atg ggc aag aag etc ccg etc cac etc acc ctg 927 
Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu 
270 275 280 

ccc cag gee ttg cct cag tat get ggc tct gqa aac etc acc ctg gee 975 
Pro Gin Ala Leu Pro Gin Tyr Ala Gly ser Gly Asn Leu Thr Leu Ala 
285 290 295 300 

ctt gaa gcg aaa aca gga aag ttg cat cag gaa gtq aac ctg gtg gtq 1023 
Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu val Asn Leu Val VaT 
305 310 315 

atg aga gee act cag etc cag aaa aat ttg acc tgt gag gtg tgg gga 1071 
Met Arg Ala Thr Gin Leu Gin Lys Asn Leu Thr Cys Glu VaT Trp Glv 
320 325 330 

ccc acc. tec cct aag ctg atg ctg age ttg aaa ctg gag aac aag gag 1119 
Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu 
335 340 345 

gca aag gtc teg aag egg gag aag gcg gtg tgg gtg ctg aae cct gag 1167 
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Ala Lys val Ser Lys Arg Glu Lys Ala val Trp val Leu Asn Pro Glu 
350 355 360 

gcg gqg atg tgg cag tgt ctg ctg agt gac teg gqa cag gtc ctg ctg 
Ala Gly Met Trp Gin Cys Leu Leu Ser Asp ser Gly Gin val Leu Leu 
365 370 375 380 

gaa tec aac ate aag gtt ctg cec aca tgg tec acc ccg gtg taa tgg 
Glu Ser Asn lie Lys val Leu Pro Thr Trp ser Thr Pro Val Trp 
385 390 395 

cgc etc taga 
Arg Leu 



<210> 2 
<211> 397 
<212> PRT 

<213> Human , 
<400> 2 

Met Asn Arg Gly val Pro Phe Arg His Leu Leu Leu val Leu Gin Leu 
15 10 15 

Ala Leu Leu Pro Ala Ala Thr Gin Gly Lys Lys val val Leu Gly Lvs 
20 25 30 

Lys Gly Asp Thr val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys Ser 
35 40 45 

lie Gin Phe His Trp Lys Asn ser Asn Gin lie Lys lie Leu Gly Asn 
50 55 60 

Gin Gly ser ser Leu Thr Lys Gly Pro ser Lys Leu Asn Asp Arg Ala 
65 70 75 80 

Asp Ser Arg Arg ser Leu Trp Asp Gin Gly Asn Phe Pro Leu He lie 
85 90 95 

Arg Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr lie cys Glu val Glu 
100 105 110 

Asp Gin Lys Glu Glu val Gin Leu Leu val Phe Gly Leu Thr Ala Asn 
115 120 125 

ser Asp Thr His Leu Leu Gin Gly Gin Ser Leu Thr Leu Thr Leu Glu 
130 135 140 

Ser Pro Pro Gly Ser ser Pro Ser Val Gin Cys Arg ser Pro Arq Gly 
145 150 155 160 
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Lys Asn lie Gin Gly Gly Lys Thr Leu ser val Ser Gin Leu Glu Leu 
165 170 175 

Gin Asp ser Gly Thr Trp Thr cys Thr val Leu Gin Asn Gin Lys Lys 
180 185 190 

val Glu Phe Lys lie Asp lie val val Leu Ala Phe Gin Lys Ala ser 
^195 200 205 

Ser lie val Tyr Lys Lys Glu Gly Glu Gin Val Asp Phe ser Phe Pro 
210 215 220 

Leu Ala Phe Thr val Glu Lys Leu Thr Gly Ser Gly Glu Leu Trp Trp 
225 230 235 240 

Gin Ala Glu Arg Ala Ser ser ser Lys Ser Trp lie Thr Phe Asp Leu 
245 250 255 

Lys Asn Lys Glu val Ser val Lys Arg val Thr Gin Asp Pro Lys Leu 
260 265 270 

Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu Pro Gin Ala Leu 
275 280 285 

Pro Gin Tyr Ala Gly Ser Gly Asn Leu Thr Leu Ala Leu Glu Ala Lys 
290 295 300 

Thr Gly Lys Leu His Gin Glu Val Asn Leu val Val Met Arg Ala Thr 
305 310 315 320 

Gin Leu Gin Lys Asn Leu Thr Cys Glu val Trp Gly Pro Thr Ser Pro 
325 330 335 

Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu Ala Lys val Ser 
340 345 350 

Lys Arg Glu Lys Ala Val Trp val Leu Asn Pro Glu Ala Gly Met Tra 
355 360 365 

Gin cys Leu Leu Ser Asp ser Gly Gin Val Leu Leu Glu Ser Asn He 
370 375 380 

Lys val Leu Pro Thr Trp Ser Thr Pro val Trp Arq Leu 
385 390 395 

<210> 3 
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<211> 91 
<212> DNA 
<213> Synthetic 

<400> 3 

tatgaaaaag acagctatcg cgattgcagt ggcactggct ggtttcgcta ccgtagcgca 60 
ggccggctct agagtcgacc tagttaacta g 91 



<210> 4 

<211> 48 

<212> DNA 

<213> Synthetic 

<400> 4 

gaccagaagg aggaggtgca attgctagtg ttcggattga ctgccaac 48 

<210> 5 

<211> 48 

<212> DNA 

<213> Synthetic 

<400> 5 

cgagttggca gtcaatccga acactagcaa ttgcacctcc tccttctg 48 

<210> 6 

<211> 48 

<212> DNA 

<213> Synthetic 

<400> 6 

gaccagaagg aggaggtgca attgctagtg ttcggattga ctgccaac 48 

<210> 7 

<211> 48 

<212> DNA 

<213> Synthetic 

<400> 7 

cgagttggca gtcaatccga acactagcaa ttgcacctcc tccttctg 48 



<210> 


8 


<211> 


1742 


<212> 


DNA 


<213> 


Human 


<220> 




<221> 


CDS 


<222> 


(76). 


<223> 



<400> 8 . * 

caagcccaga gccctgccat ttctgtgggc tcaggtccct actgctcagc cccttcctcc 60 

ctcggcaagg ccaca atg aac egg gqa gtc cct ttt agg cac ttg ctt ctg 111 
Met Asn Arg Gly val Pro Phe Arg His Leu Leu Leu 
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1 5 10 

gtg ctg caa ctg gcg etc etc cca gca gec act cag gga aac aaa qtq 
val Leu Gin Leu Ala Leu Leu Pro Ala Ala Thr Gin Gly Asn Lys VaT 
15 20 25 

gtg ctg ggc aaa aaa ggg gat aca gtg gaa ctg acc tgt aca get tec 
val Leu Gly Lys Lys Gly Asp Thr val Glu Leu Thr Cys Thr Ala ser 
30 35 40 

cag aag aag age ata caa ttc cac tgg aaa aac tec aac cag ata aaq 
Gin Lys Lys ser He Gin Phe His Trp Lys Asn ser Asn Gin lie Lys 
45 50 55 60 

att ctg gga aat cag gqc tec ttc tta act aaa ggt cca tec aag ctq 
lie Leu Gly Asn Gin Gly ser Phe Leu Thr Lys Gly Pro Ser Lys Leu 
65 70 75 

aat gat cgc get gac tea aga aga age ctt tgg gac caa gga aac ttc 
Asn Asp Arg Ala Asp ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe 
80 85 90 

ccc ctg ate ate aag aat ctt aag ata gaa gac tea gat act tac ate 
Pro Leu lie He Lys Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr He 
95 100 105 

tgt gaa gtg gag gac cag aag gag gag gtg caa ttg eta gtg ttc gga 
cys Glu val Glu Asp Gin Lys Glu Glu val Gin Leu Leu VaT Phe Glv 
HO 115 120 

ttg act gee aac tct gac acc cac ctg ctt cag ggg cag age ctg acc 
Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gin GTy Gin Ser Leu Thr 
12 5 130 135 140 

ctg acc ttg gag age ccc cct ggt agt age ccc tea gtg caa tgt agq 
Leu Thr Leu Glu ser Pro Pro GTy ser Ser Pro ser val Gin Cys Arq 
145 150 155 

agt cca agg ggt aaa aac ata cag ggg ggg aag acc etc tec gtg tct 
ser pro Arg Gly Lys Asn lie Gin GTy cTy Lys Thr Leu ser VaT Ser 
160 165 170 

cag ctg gag etc cag gat agt gqc acc tgg aca tgc act gtc ttg cag 
Gin Leu Glu Leu Gin Asp Ser GTy Thr Trp Thr Cys Thr Val Leu Gin 
175 180 185 

aac cag aag aag gtg gag ttc aaa ata gac ate gtg gtg eta get ttc 

Asn Lys Lys vaT Glu Phe L y s 11 e Asp He vaT val Leu Ala Phe 
190 195 200 

cag aag gee tec age ata gtc tat aag aaa gag ggg gaa cag gtg gag 
Gin Lys Ala Ser Ser He Val Tyr Lys Lys Glu GTy Glu Gin VaT Glu 
205 210 215 220 

ttc tec ttc cca etc gee ttt aca gtt gaa aag ctg acg ggc aqt qqc 
Phe ser Phe Pro Leu Ala Phe Thr val Glu Lys Leu Thr Gly Ser Glv 
225 230 235 

gag ctg tgg tgg cag gcg gag agg get tec tec tec aag tct tgg ate 
Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser ser Ser Lys Ser Tro He 
240 245 250 
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acc ttt gac ctg aag aac aag gaa gtg tct gta aaa egg gtt acc cag 879 

Thr Phe Asp Leu Lys Asn Lys Glu Val Ser Val Lys Arg val Thr Gin 
255 260 265 

gac cct aag etc cag atg ggc aag aag etc ccg etc cac etc acc ctg 927 

Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu 
270 275 280 

ccc cag gee ttg cct cag tat get ggc tct gga aac etc acc ctg gec 975 

Pro Gin Ala Leu Pro Gin Tyr Ala Gly ser Gly Asn Leu Thr Leu Ala 
285 290 295 300 

ctt gaa gcg aaa aca gqa aag ttg cat cag gaa gtq aac ctg gtg gtg 1023 

Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu val Asn Leu Val val 

305 310 315 

atg aga gec act cag etc cag aaa aat ttg acc tgt gag gtg tgg gga 

Met Arg Ala Thr Gin Leu Gin Lys Asn Leu Thr Cys Glu Val Trp Gly 
320 325 330 



gcg ggg atg tgg cag tgt ctg ctg agt gac teg gqa cag gtc ctg ctg 
Ala Gly Met Trp Gin Cys Leu Leu ser Asp ser Gly Gin Val Leu Leu 
365 370 375 380 



atg gee ctg att gtq ctg ggg ggc gtc gee ggc etc ctg ctt ttc att 
Met Ala Leu lie Val Leu Gly Gly val Ala Gly Leu Leu Leu Phe lie 
400 405 410 



1071 



ccc acc tec cct aag ctg atg ctg age ttg aaa ctg gag aac aag gag 1119 
Pro Thr ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu 
335 340 345 

gca aag gtt teg aag egg gag aag gcg gtg tgg gtg ctg aac cct gag 1167 
Ala Lys val Ser Lys Arg Glu Lys Ala val Trp val Leu Asn Pro Glu 
350 355 360 



1215 



gaa tec aac ate aag gtt ctg ccc aca tgg tec acc ccg gtq cag cca 1263 
Glu Ser Asn lie Lys val Leu Pro Thr Trp Ser Thr Pro val Gin Pro 
385 390 395 



1311 



ggg eta ggc ate ttc ttc tgt gtc agg tgc egg cac cga agg cgc caa 1359 
Gly Leu Gly lie Phe Phe Cys Val Arg Cys Arg His Arg Arg Arg Gin 
415 420 425 

gca gag egg atg tct cag ate aag aga etc etc agt gag aag aag acc 1407 
Ala Glu Arg Met Ser Gin lie Lys Arg Leu Leu Ser Glu Lys Lys Thr 
430 435 440 

tgc cag tgc cct cac egg ttt cag aag aca tgt age ccc atttgaggca 1456 
Cys Gin Cys Pro His Arg Phe Gin Lys Thr Cys Ser Pro 
445 450 455 

egaggecagg cagatcccac ttgcagcctc cccaggtgtc tgccccgcgt ttcctgcctg 1516 

eggaccagat gaatgtagca gatcccacgc tctggcctcc tgttcgtcct ccctacaatt 1576 

tgccattgtt tctcctgggt taggccccgg cttcactggt tgagtgttgc tctctagttt 1636 

ccagaggctt aatcacaccg tcctccacgc catttccttt tccttcaagc ctagcccttc 1696 

tctcattatt tctctctgac cctctcccca ctgctcattt ggatcc 1742 
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<210> 9 

<211> 457 

<212> PRT 

<213> Human 

<400> 9 

Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu Val Leu Gin Leu 
15 10 15 

Ala Leu Leu Pro Ala Ala Thr Gin Gly Asn Lys val val Leu Gly Lys 
20 25 30 

Lys Gly Asp Thr val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys ser 
35 40 45 

lie Gin Phe His Trp Lys Asn ser Asn Gin lie Lys lie Leu Gly Asn 
50 55 60 

Gin Gly Ser Phe Leu Thr Lys Gly Pro ser Lys Leu Asn Asp Arg Ala 
65 70 75 80 

Asp Ser Arg Arg Ser Leu Trp Asp Glh Gly Asn Phe Pro Leu lie lie 
85 90 95 

Lys Asn Leu Lys lie Glu Asp ser Asp Thr Tyr lie Cys Glu val Glu 
100 105 110 

Asp Gin Lys Glu Glu val Gin Leu Leu val Phe Gly Leu Thr Ala Asn 
115 120 125 

Ser Asp Thr His Leu Leu Gin Gly Gin ser Leu Thr Leu Thr Leu Glu 
130 135 140 

Ser Pro Pro Gly Ser ser Pro ser val Gin Cys Arg Ser Pro Arg Gly 
145 150 155 160 

Lys Asn lie Gin Gly Gly Lys Thr Leu Ser Val Ser Gin Leu Glu Leu 
165 170 175 

Gin Asp Ser Gly Thr Trp Thr Cys Thr Val Leu Gin Asn Gin Lys Lys 
180 185 190 

val Glu Phe Lys lie Asp lie Val val Leu Ala Phe Gin Lys Ala Ser 
195 200 205 

ser lie val Tyr Lys Lys Glu Gly Glu Gin val Glu Phe Ser Phe Pro 
210 215 220 
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Leu Ala Phe Thr val Glu Lys Leu Thr Gly ser Gly Glu Leu Trp Trp 
225 230 235 240 

Gin Ala Glu Arg Ala Ser Ser ser Lys Ser Trp lie Thr Phe Asp Leu 
245 250 255 

Lys Asn Lys Glu val ser val Lys Arg val Thr Gin Asp Pro Lys Leu 
260 265 270 

Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu Pro Gin Ala Leu 
275 280 285 

Pro Gin Tyr Ala Gly Ser Gly Asn Leu Thr Leu Ala Leu Glu Ala Lys 
290 295 300 

Thr Gly Lys Leu His Gin Glu Val Asn Leu Val Val Met Arg Ala Thr 
305 310 315 320 

Gin Leu Gin Lys Asn Leu Thr Cys Glu val Trp Gly Pro Thr ser Pro 
325 330 335 

Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu Ala Lys val ser 
340 345 350 

Lys Arg Glu Lys Ala val Trp val Leu Asn Pro Glu Ala Gly Met Trp 
355 360 365 

Gin cys Leu Leu Ser Asp ser Gly Gin val Leu Leu Glu ser Asn lie 
370 375 380 

Lys val Leu Pro Thr Trp ser Thr Pro val Gin Pro Met Ala Leu lie 
385 . 390 395 400 

val Leu Gly Gly val Ala Gly Leu Leu Leu Phe lie Gly Leu Gly lie 
405 410 415 

Phe Phe cys val Arg cys Arg His Arg Arg Arg Gin Ala Glu Arg Met 
420 425 430 

Ser Gin lie Lys Arg Leu Leu ser Glu Lys Lys Thr cys Gin Cys Pro 
435 440. 445 



His Arg Phe Gin Lys Thr Cys Ser Pro 
450 455 
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<210> 10 

<211> 94 

<212> PRT 

<213> Human 

<400> 10 

Gin Gly Asn Lys val val Leu Gly Lys Lys Gly Asp Thr val Glu Leu 
1 5 10 15 

Thr cys Thr Ala ser Gin Lys Lys ser lie Gin Phe His Trp Lys Asn 
20 25 30 

Ser Asn Gin lie Lys lie Leu Gly Asn Gin Gly Ser Phe Leu Thr Lys 
35 40 45 

Gly Pro Ser Lys Leu Asn Asp Arg Ala Asp ser Arg Arg Ser Leu Trp 
50 55 60 

Asp Gin Gly Asn Phe Pro Leu lie lie Lys Asn Leu Lys lie Glu Asp 
65 70 75 80 

Ser Asp Thr Tyr lie Cys Glu val Glu Asp Gin Lys Glu Glu 
85 90 

<210> 11 
<211> 96 
<212> PRT 
<213> Mouse 

<400> 11 

Asp val Gin Met lie Gin ser Pro ser ser Leu ser Ala Ser Leu Gly 
1 5 10 15 

Asp lie val Thr Met Thr cys Gin Ala ser Gin Gly Thr Ser lie Asn 
20 25 30 

Leu Asn Trp Phe Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 

Tyr Gly Ala ser He Leu Glu Asp Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

ser Arg Tyr Gly Thr Asp Phe Thr Leu Thr He Ser ser Leu Glu Asp 
65 70 75 80 

Glu Asp Met Ala Thr Tyr Phe Cys Leu Gin His Ser Tyr Leu Pro Tyr 
85 90 95 
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<210> 12 

<211> 14 

<212> PRT 

<213> Human 

<400> 12 

Thr Gly Cys Trp lie Gly Arg Phe Gly Ser Leu lie Tyr Cys 
1 5 10 

<210> 13 

<211> 102 

<212> PRT 

<213> Human 

<400> 13 

Ser Gin Phe Arg val ser Pro Leu Asp Arg Thr Trp Asn Leu Gly Glu 
1 5 10 15 

Thr val Glu Leu Lys Cys Gin val Leu Leu Ser Asn pro Thr Ser Gly 
20 25 30 

Cys Ser Trp Leu Phe Gin Pro Arg Gly Ala Ala Ala Ser Pro Thr Phe 

35 , 40 ' 45 

Leu Leu Tyr Leu Ser Gin Asn Lys Pro Lys Ala Ala Glu Gly Leu Asp 
50 55 60 



Thr Gin Arg Phe Ser Gly Lys Arg Leu Gly Asp Thr Phe val Leu Thr 
65 70 75 80 

Leu Ser Asp Phe Arg Arg Glu Asn Glu Gly Tyr Tyr Phe Cys Ser Ala 
85 90 95 

Leu ser Asn ser lie Met 
100 

<210> 14 
<211> 102 
<212> PRT 
<213> Human 

<400> 14 

Asp Ala Gly val lie Gin Ser Pro Arg His Glu Val Thr Glu Met Gly 
1 5 10 15 

Gin Glu val Thr Leu Arg Cys Lys Pro lie ser Gly His Asn ser Leu 
20 25 30 

Phe Trp Tyr Arg Gin Thr Met Met Arg Gly Leu Glu Leu Leu lie Tyr 
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35 40 45 

Phe Asn Asn Asn val Pro lie Asp Asp ser Gly Met Pro G"lu Asp Arg 
50 55 60 

Phe Ser Ala Lys Met Pro Asn Ala ser Phe ser Thr Leu Lys lie Gin 
65 70 75 80 

Pro ser Glu Pro Arg Asp Ser Ala val Tyr Phe Cys Ala ser ser Phe 
85 90 95 

Ser Thr Cys Ser Ala Asn 
100 

<210> 15 
<211> 99 
<212> PRT 
<213> Human 

<400> 15 

Gin Lys val Thr Gin Ala Gin Thr Glu lie ser Val Val Glu Lys Glu 
1 5 10 15 

Asp val Thr Leu Asp cys val Tyr Glu Thr Arg Asp Thr Thr Tyr Tyr 
20 25 30 

Leu Phe Trp Tyr Lys Gin Pro Pro ser Gly Glu Leu val Phe Leu lie 
35 40 45 

Arg Arg Asn ser Phe Asp Glu Gin Asn Glu lie Ser Gly Arg Tyr Ser 
50 55 60 

Trp Asn Phe Gin Lys Ser Thr Ser Ser Phe Asn Phe Thr lie Thr Ala 
65 70 75 80 

Ser Gin val val Asp Ser Ala val Tyr Phe cys Ala Leu Asp ser ser 
85 90 95 

Ala Ser Lys 



<210> 16 

<211> 12 

<212> PRT 

<213> Human 

<400> 16 

Leu val Phe Gly Leu Thr Ala Asn ser Asp Thr His 
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1 5 10 

<210> 17 

<211> 12 

<212> PRT 

<213> Human 

<400> 17 

Leu Tyr Phe Gly Glu Gly Thr Arg Leu Thr val Leu 
1 5 10 

<210> 18 

<211> 13 

<212> PRT 

<213> Human 

<400> 18 

Trp val Phe Gly Gly Gly Thr Lys val Thr val Leu Gly 
1 5 10 

<210> 19 

<211> 12 

<212> PRT 

<213> Human 

<400> 19 

Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Arg 
1 5 10 

<210> 20 

<211> 12 

<212> PRT 

<213> Human 

<400> 20 

lie lie Phe Gly Ser Gly Thr Arg Leu ser lie Arg 
15 10 

<210> 21 

<211> 31 

<212> PRT 

<213> Human 

<400> 21 

ser Thr Pro val Gin Pro Met Ala Leu lie val Leu Gly Gly val Ala 
.1 5 10 15 

Gly Leu Leu Leu Phe lie Gly Leu Gly lie Phe Phe Cys val Arg 
20 25 30 
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<210> 22 

<211> 31 

<212> PRT 

<213> Human 

<400> 22 

Ser Thr ser Ala Gin Asn Lys Met Leu ser Gly Val Gly Gly Phe val 
1 5 10 15 



Leu Gly Leu Leu Phe Leu Gly Leu Gly Leu Phe lie Tyr Phe Arq 
20 25 30 
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